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o EKITIAIAEYXH

2012 — 2017

Awatpifn

2010 — 2012

Awatpifin

2006 — 2010

Awatpifin

Aaktopwkog Tithog (Ph.D.), Tunua Boloyiag, ITavemotnuio
Kpnmg.

Mopakr dvdoyeveon kat Pvioyewypagia mg opddag eilwv «Podarcis
tauricus» (Sauria: Lacertidae).

EmpBAenwv: Kab. Nikog [TovAakdakng

AwaBeowun ebw: https://elocus.lib.uoc.gr/dlib/d/4/b/metadata-dlib-
1487666619-178524-24583.tkl (0T eM\NVIKA pe ayyAkn sepiAnyn).

Metamtoytakog titAog elikevong (M.Sc.), Aweteg IIpoypauua
Metanmtuyaikov Zmovdawv  “Ilepiparrovrikny Brodoyia — Awayeipion
Xepoaiwv kat Oaidcowwv Boloywkov Ilopwv”, Tunua BiloAoylag,
IMavemotuio Kprjtng (Babuog 9.67/10).

Mopiakn ®vioyeveon kat GvAoyemypagia twv SU0 OTEVA CLYYEVIK®OV
vyevov — cahtykapiwv — Helicigona &  Campylaea (T'aotomoda:
ITvevpovopopa) otnv EAMGSa. EmBAénwv: Kab. Nikog ITovAakakng
AwaBeoun edw: https://elocus.lib.uoc.gr/dlib/4/7/7/metadata-dlib-
1352288746-953323-13067.tkl (0Ta eAAnvIKA pe ayyAikn) mepiAnyn).

IItuyio BloAdoyiag (B.Sc.), Tunua Broloylag, ITavemotuio Kprng,
(Babuog 7.94/10).

Elwoaywyn yevetikav §edopévov ot floyewypa@ikn oxeorn apifuov e1dwmv
— £Ktaong — M tp®Tn IpocEyylon.
EmpAenwv: Kab. Nikog ITovAakdakng
(oTa eM\NVIKA pe ayyAikr) tepiAny)
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e OEXH EN ENEPT'EIA

2017 -

Metadibaxktopikog epevvntng, Paleogenomics and Evolutionary
Genetics Group, Epyaotplo Apyaiov DNA, IMBB - ITE, EAAMaSa
YnevOuvog Epyaotnpiov: Ap. Nikog ITovAakakng

e EPTAXTAKH EMIIEIPTA

2021 —

TitAog

2018 — 2020

TitAog

Epyaotnpio Apyaiov DNA, IMBB - ITE, epeuvntiko mpoypauua
AIIOIKIA, EITAVEK - EXIIA 2014-2020

Xeplopog kar  avaivon  PloAoyikev  Selypdtwv  apyaltoAoyiKou
evolapepovtog e e€etdikevpeva mpwtokolMa (avaivon apyaiov DNA).
BlrommAnpo@opikn avaivon Sedouevmv aAAnAovynong. TUHUETOXN OTN
OlEMOTNUOVIKI] UEAETN TOV VAIKOD KAl OTNV JAOTIKN Onuiovpyla
AVOLYTOV £PYACTNPIOV, CUYYPAPT] TOV OXETIKOV TAPASOTEWYV.

Epyaotnpio Apyaiov DNA, IMBB - ITE, epeuvntiko mpoypauua
IIOAITEIA I1, EITAVEK - EXIIA 2014-2020

AvAantugn TpwToKOM®VY EKYVALOTC, ELITAOVTIOLOV KA1 AVAAVOT|G ApYAiov
DNA, avamto€n kat  e@apuoyn  Plominpo@opikmv — avaldoewV
eneEepyaoiag 6edopevov aAnrovynong Neag I'eviag apyaiov DNA,
AvamTUEn KAl ePApUOyn PloTANPOPOPIKGV AVOADCE®MY TPOCTO10PIoLOD
YEVETIKOU UAOV K1 €idovg, ovupetoyr) otn S10pyavwon oepivapiov Kat
EPYAOTN PV KATAPTIONC.

2020 (02 — 05) AveEApTNTOg €PEVVNTIG, EPEVVITIKO mpoypappa I'veopifovrag xai

TitAog

2017 — 2018

mpooTatevoviag ) Plomoikiiomta: Kartaypapn kal amotorworn g
eMnvikng epmetonmavidag. Ataboon kat Siayvon TwWV ATOTEAEOUATOV
omv xowwvia twv moltwv. «dvowko Ilepiparrov & Koavotoueg
[Mepifarovtikeg  Apdaocelg 2018», IIpaowo Taueio, Ymovpyeio
[Tep1Barrovtog kal Evépyerag, EAAGSa.

Jvupetoyn ot Snuovpyia tov AtAavra twv Epretov kat Aupifiov g
EMaddag pe tn ovyypa@rn Kewevwv OxeTikwv pe tn floAloyia, tnv
O1KOAOYiQ, TNV KATavour, Tn S1atrnpnorn kat toug Kivdhvoug evved 18amv.

Epyaotpio Apyaiov DNA, IMBB - ITE, epsvuvnukd mpoypapua
ARCHERS, 'T6pvua Ztavpog N1apyog




TitAog

2015 (04 — 11)

TitAog

2015 (08 — 10)

TitAog

2014 — 2015

TitAog

2013 — 2014

TitAog

Preservation of Cultural Heritage: Bioarcheology & Ancient DNA analysis

Ave€apmnTog epevvntng, epevviTIKO Tpoypauua «Kataypaen xai
ITapakoAovOnon twv wawv Owotonwv kat Twv elbwv XAwpidag kat
Havibag twv Odnytwv 92/43 xat 79/409 tov Popéa Atayeipiong EOvixov
ITapkov AéAta Efpov», EIITIEPAA — EXITIA 2007 — 2013

Enonteia kxat A&loAoynon g Karaotaong Aiatnpnong etbov aupifiov
/ EPITETWV KOIVOTIKOU EVOIAPEPOVTOG.

Epyaomnpio Moplakng Yvomuatikng, Movoeio @uoikng Iotopiag
Kpng, Epevvntikd mpoypaupa EcoGenoDiv, APIEXTEIA II — EXITA
2007 — 2013

MeAetn g e€eAkTikng S1a@opomoinong Tov Kool oautapdiov
(Mediodactylus kotschyi) oto xwpo Tov Aryaiov peow Sedopevav Neag
Ceviag AMnAovyiong (RAD — tags).

Epyaotplo Mopuakng Xvotuatikng, Movoeio @uowkng Iotopiag
Kpng, Epevvnuikdo mpoypaupa EcoGenoDiv, APIEXTEIA II — EXITA
2007 — 2013

SVUUUETOXN OTIG epyacieg mediov, OTIC EPYAOTNPLAKES AVAADOELS KAl TIG
(PUAOYEVETIKEG AVAADOELG O€ £va Ao Ta e€etadopeva eidn.

EMnviko  Kévipo Balaooinv Epevvev, Epevvnuko mpoypapua
«EAMnviko Atktvo Epevvav Blomoikihottag: Kataokeur) kal Aettovpyia
EOvikng Epevvnrikng YnoSoung LifeWatch», EXITA 2007 — 2013

Pnewakn Katahoyoypagion Biloloyikov ZvAMoyov tov Movoegiov
dvowkrng Iotopiag Kpnmeg.

e EPEYNHTIKEY ENIIYKEWEIY (FELLOWSHIPS)

2022 (04 — 05) Epigenomics and Paleogenomics team, Institut Jacques Monod,

2016 (09 — 11)

2015 (01 — 02)

Université de Paris-CNRS, Paris, France.
YnevOuvog Epyaotnpiov: Ap. Eva-Maria Geigl

Exelixis Lab, Heidelberg Institute of Theoretical Studies (HITS),
Heidelberg, Germany.
YnievOuvvoe Epyaotnpiov: KaB. Alexandros Stamatakis

Molecular Systematics and Conservation Genetics (MSCG) center, Yale
Institute for Biospheric Studies (YIBS), Yale University, Connecticut,
USA.

Ynevbuvog Epyaotnpiov: Ap. Adalgiza Caccone




e YIIOTPO®IEY KAI BPABEIA

2012 —

2012

2013  Ymotpopia Sidaktopik®mv omovdawv amod to Tépvua Mavaoodkn
Bpafeio 200 kaAvtepng avaptong (mootep), 120 ITaykoomo Xvvedplo
Zwoyewypapiag, Owoloyiag kar EEeMEng g Avatohikng Meooyeiov,
18-22 Iovviov, ABnva, EMada.

2011 — 2012  YIOTPO®iA UETAMTUYIAKOV Tipoypaupatog and 1o Tépuvua Kowvwvikwmv

Ynotpogpiwv (I.K.Y.)

2010 — 2011  YZOTPOE@iA HETATTUYIAKOV TTIpoypaupatog amo v etaipeia A.N.E.K.

e EPEYNHTIKA ENAIA®EPONTA

DLAOYEVETIKEG OXECEIC KAl pLAOYEWYPAPIA e18®V LWV TTOV KATAVELOVTAL OTNV
Avatolikr) MeECOYELO KAl YEITOVIKEG TTEPLOXES

Mopiakn ZuoTUaTIK)

[TAnBvouiaxn Fevetikr) / Tovidiwpatikn

ITaAaloyoviSiwpatikr) e£a@aviouevmy HECOYEIAK®MY ONAAoTIK®V
FoviSiwpatikn amd yaunAng diatrpnong detypata povoeinv (Museomics)
Apyaroyevetikn apxainv avlporwv kat (wwv g EMadag / Atyaiov.

e AHMOZIEYXEIY ¥E EINIIXTHMONIKA ITEPIOAIKA ME KPIXH

[Tpwtog ovyypapeag: 10 amod 13

h-index: 6

Mapamoumneg: 144 (Google Scholar), 141 (ResearchGate), 88 amo 67 eyypaga (Scopus)
Yvv-ovyypageig: 27

2022 Psonis N., Vardinoyannis K., & Poulakakis N. High-throughput degraded DNA

2021

2021

2021

sequencing of subfossil shells of a critically endangered stenoendemic land snail in
the Aegean. Molecular Phylogenetics and Evolution, 175: 107561. (Citations: 0)

Psonis N., Vassou D., Nicolaou L., Roussiakis S., Iliopoulos G., Poulakakis N., &
Sfenthourakis S. Mitochondrial sequences of the extinct Cypriot pygmy
hippopotamus confirm its phylogenetic placement. Zoological Journal of the
Linnean Society, zlabo89. (Citations: 2, Online views: 464)

Psonis N., Vassou D., & Kafetzopoulos D. Testing a series of modifications on
genomic library preparation methods for ancient or degraded DNA. Analytical
Biochemistry, 623:114193. (ITapastousneg: 4)

Psonis N., Antoniou A., Karameta E., Darriba D., Stamatakis A., Lymberakis P. &
Poulakakis N. The wall lizards of the Balkan peninsula: tackling questions at the


https://doi.org/10.1016/j.ympev.2022.107561
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2021

2020

2019

2018

2017

2016

2016

2015

interface of phylogenomics and population genomics. Molecular Phylogenetics
and Evolution, 159:107121. (ITapasoumneg: 5)

Staikou V., Sianis D.P., Vassou D., Psonis N., Allentoft M., & Iliopoulos G., Middle
Helladic Tombs at Nydri Plain, Lefkas Island. An Archaeological and
Paleoanthropological Study. Journal of Greek Archaeology, 6, 43—59. (Citations:
1

Psonis N., de Carvalho C.N., Figueiredo S., Tampakaki E., Vassou D., Poulakakis
N. & Kafetzopoulos D. Molecular identification and geographic origin of a post-
Medieval elephant finding from southwestern Portugal using high-throughput
sequencing. Scientific Reports, 10, 19252. Open Access. (ITapasmoumnég: 5, Web
Accesses: 2441).

Spilani L., Bougiouri K., Antoniou A., Psonis N., Poursanidis D., Lymberakis P.,
Poulakakis N. Multigene phylogeny, phylogeography and population structure of
Podarcis cretensis species group in south Balkans. Molecular Phylogenetics and
Evolution, 138, 193-204. (ITapasmouseg: 10)

Psonis N., Antoniou A., Karameta E., Leaché A.D., Kotsakiozi P., Darriba D.,
Kozlov A., Stamatakis A., Poursanidis D., Kukushkin V.O., Jablonski D., Crnobrnja
— Isailovi¢ J., Gherghel I., Lymberakis P. & Poulakakis N. Resolving complex
phylogeographic patterns in the Balkan Peninsula using closely related wall-lizard
species as a model system. Molecular Phylogenetics and Evolution, 125, 100-115.
(ITapasopmeg: 34)

Psonis N., Antoniou A., Kukushkin V.O., Jablonski D., Petrov B., Crnobrnja —
Isailovié¢ J., Gherghel 1., Sotiropoulos K., Lymberakis P. & Poulakakis N. Hidden
diversity in the Podarcis tauricus (Sauria, Lacertidae) species subgroup in the light
of multilocus phylogeny and species delimitation. Molecular Phylogenetics and
Evolution, 106, 6-17. (Ilapasouneg: 45)

Hedman H.D., Kapsalas G., Karameta E., Psonis N., Poulakakis N., Foufopoulos
J. & Pafilis P. First record of Podarcis peloponnesiacus (Bibron & Bory, 1833) from
outside the Peloponnese. Herpetozoa 29 (3/4). (ITapamousmeg: 7)

Psonis N., Lymberakis P., Poursanidis D. & Poulakakis N. (2016) Contribution to
the study of Acanthodactylus (Sauria: Lacertidae) mtDNA diversity focusing on
the A. boskianus species group. Mitochondrion 30, 78—94. (ITapasousneg: 5)

Psonis N., Vardinoyannis K., Mylonas M. & Poulakakis N. (2015) Unraveling the
evolutionary history of the genus Chilostoma Fitzinger, 1833 (Mollusca,
Gastropoda, Pulmonata) in Greece. Molecular Phylogenetics and Evolution 91,
210-225. (ITapastopsteg: 11)


https://doi.org/10.1016/j.ympev.2021.107121
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https://doi.org/10.1038/s41598-020-75323-y
https://www.sciencedirect.com/science/article/abs/pii/S1055790318302628
https://www.sciencedirect.com/science/article/pii/S1055790317305304
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https://www.zobodat.at/pdf/HER_29_3_4_0190-0193.pdf
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2015 Psonis N., Vardinoyannis K., Mylonas M. & Poulakakis N. (2015) Evaluation of
taxonomy of Helix cincta (Muller, 1774) and Helix nucula (Mousson, 1854);
insights using mitochondrial DNA sequence data. Journal of Natural History
49:5-8, 383-392. (Iapamouneg: 14)

Y7o Snuooigvaon, kplon, TpoeToluacia

Koptekin D., Yiincii E., Rodriguez-Varela R.*, Altimisik* N.E., Psonis N.*, Kashuba N.,
Yorulmaz S., George R., Kazanc1 D.D., Kaptan D., Giirtin K., Vural K.B., Gemici H.C.,
Vassou D., Daskalaki E., Karamurat C., Lagerholm K.V, Erdal O.D., Kirdok E., Schachner
A., Ustiindag H., Shengelia R., Bitadze L., Elashvili M., Stravopodi E., Ozbasaran M., Duru
G., Nafplioti A., Rose C.B., Gencer T., Darbyshire G., Cevik O., Vuruskan O.,
Biiyiikkarakaya A.M., Oguzhanoglu U., Giinel S., Tabakaki E., Aliev A., Ibrahimov A.,
Shadlinski V., Kiling G.M., Atakuman C., Stamatakis A., Poulakakis N., Erdal Y.S.,
Pavlidis P., Stora J., Ozer F., Gotherstrom A., & Somel M. Spatial and temporal
heterogeneity in human mobility patterns in Holocene Southwest Asia and the East
Mediterranean. Current Biology (vmo kpion).

e XYMMETOXH YE XYITTPA®H BIBAION / ETXEIPIAION

Athag ApgpBinv & Epretov g EAGSag, BROKEN HILL PUBLISHERS LTDISBN: 978-
9925-588-03-9, January 2020, PDF.

o ITAPOYXIAXYEIY ¥E YYNEAPIA

ITpwTog ovyypagpeag: 12 amo 19
Aebvn: 15 amo 19

2021 Psonis N. Vassou D., Tabakaki E., Stravopodi E., & Kafetzopoulos D. Early Bronze
Age Aegean genomes from Perachora cave, Corinth, Greece. 27th Annual Meeting
of the European Association of Archaeologists (EAA) (Virtual Conference), Kiel,
08-11 September.

2021 Theodoridou M., Vassou D., Felicetti A., Tabakaki E., Psonis N., & Kafetzopoulos
D., Forth to the past: Modeling Complex Scientific Ancient DNA Protocols. 27th
Annual Meeting of the European Association of Archaeologists (EAA) (Virtual
Conference), Kiel, 08-11 September.

2021 Psonis N. Vassou D., Nicolaou L., Poulakakis N., Roussiakis S., Iliopoulos G.,
Sfenthourakis S & Kafetzopoulos D. Mitogenomics of the extinct Cyprus dwarf
hippopotamus. Ancient Biomolecules of Plants, Animals, and Microbes (Virtual
Conference), Wellcome Genome Campus, UK, 29-31 March.

2019 Patramanis I., Tabakaki E., Vassou D., Psonis N., Papadopoulou V., Pavlidis P. &
Kafetzopoulos D. Dynamic demographic models for the study of the Second Greek


https://www.tandfonline.com/doi/abs/10.1080/00222933.2013.825023
http://herpatlas.gr/wp-content/uploads/2021/02/Atlas_Amphibians_and_Reptiles_of_Greece.pdf
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2018

2016

2016

2015

2015

2015

2014

Colonization (8th - 6th century BCE). International Conference "Reconstructing
the Human Past - Using Ancient and Modern Genomics", EMBL Heidelberg,
Germany, 31 March — 03 April.

Karakasi D, Antoniou A., Psonis N., Gkiokas S., Vardinoyannis K., Mylonas M., &
Poulakakis N. Investigating the phylogenetic relationships within the snail genus
Albinaria. Proceedings of the 9th Hellenic Ecological Congress, p.47, Heraklion,
Crete, Greece, 04-07 October, [In Greek].

Bougiouri K., Spilani L., Antoniou A., Lymberakis P., Psonis N. & Poulakakis N.
Examining the Population Structure and Phylogeography of Podarcis cretensis in
Crete, Greece. Proceedings of the 9th Symposium on the Lacertids of the
Mediterranean Basin & 1st Symposium on Mediterranean Lizards, p.9, Limassol,
Cyprus, 20-23 June.

Spilani L., Bougiouri K., Antoniou A., Lymberakis P., Psonis N. & Poulakakis N.
Molecular Systematics and Species Delimitation of Podarcis cretensis, P. levendis
and P. peloponnesiacus of the south Aegean region. Proceedings of the 9th
Symposium on the Lacertids of the Mediterranean Basin & 1st Symposium on
Mediterranean Lizards, p.36, Limassol, Cyprus, 20-23 June.

Kotsakiozi P., Antoniou A., Karameta E., Psonis N., Sagonas K., Lymberakis P.,
Pavlidis P., Stamatakis A. & Poulakakis N. Phylogeography of the Mediodactylus
kotschyi (Reptilia: Gekkonidae) in the Eastern Mediterranean region using
ddRAD-tag genomic data. Proceedings of the 13th International Congress on the
Zoogeography and Ecology of Greece and Adjacent Regions, p.57, Heraklion,
Crete, Greece, 07-11 October.

Psonis N., Karameta E., Antoniou A., Kotsakiozi P., Sagonas K., Lymberakis P.,
Pavlidis P., Stamatakis A. & Poulakakis N. Molecular Phylogeny of the Balkan
Podarcis (Sauria, Lacertidae) using ddRAD-tag genomic data. Proceedings of the
13th International Congress on the Zoogeography and Ecology of Greece and
Adjacent Regions, p.72, Heraklion, Crete, Greece, 07-11 October.

Psonis N., Antoniou A., Kukushkin V.O., Petrov B., Crnobrnja — Isailovi¢ J.,
Gherghel 1., Jablonski D., Lymberakis P. & Poulakakis N. Investigating the
phylogeography and population structure of the Podarcis tauricus group.
Proceedings of the 7th Biennial Conference of the International Biogeography
Society, p.179, Bayreuth, Germany, 08-12 January.

Psonis N., Dimopoulou A., Lymberakis P., Blosat B., & Poulakakis N. Study of the
genetic diversity of Natrix natrix (Squamata: Colubridae) in Cyprus. Proceedings
of the 7th Hellenic Ecological Congress, p.278, Mytilini, Greece, 09-12 October, [In
Greek].


http://helecos9.nhmc.uoc.gr/sites/default/files/Book-of-abstracts-HELECOS9.pdf
https://docs.google.com/viewer?a=v&pid=sites&srcid=ZGVmYXVsdGRvbWFpbnw5dGhsYWNlcnRpZHN5bXBvc2l1bXxneDo2NDc5Yzg5MWRmMmE1OTI2
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http://13iczegar.nhmc.uoc.gr/sites/default/files/u45/abstract_book_2015-final.pdf
http://13iczegar.nhmc.uoc.gr/sites/default/files/u45/abstract_book_2015-final.pdf
https://www.biogeography.org/wp-content/uploads/2017/10/Program-and-Abstracts-Book-7th-Biennial-IBS-Conference.pdf
http://www.helecos.gr/en/activities/helecos-congresses/7th-congress/proceedings/BOOK_OF_ABSTRACTS.pdf

2013

2014

2013

2012

2012

2012

2011

2011

Psonis N., Dimopoulou A., Kapli P., Lymberakis P., Nikolaou C. & Poulakakis N.
The genetic differentiation of the endemic Hierophis cypriensis (Squamata:
Colubridae) in Cyprus. Proceedings of the 7th Hellenic Ecological Congress, p.277,
Mytilini, Greece, 09-12 October, [In Greek].

Psonis N., Antoniou A., Kukushkin O.V., Petrov B., Crnobrnja — Isailovi¢ J,
Gherghel 1., Jablonski D., Lymberakis P & Poulakakis N. Molecular Phylogeny and
phylogeography of the Podarcis tauricus group (Sauria, Lacertidae). Proceedings
of the 7th Hellenic Ecological Congress, p.174, Mytilini, Greece, 09-12 October, [In
Greek].

Psonis N., Kukushkin V.O., Petrov B., Crnobrnja — Isailovi¢ J., Gherghel I.,
Lymberakis P. & Poulakakis N. Phylogeny and phylogeography of the Podarcis
tauricus group; insights from mitochondrial and nuclear data. Proceedings of the
SEH 17th European Congress of Herpetology, p.157, Veszprém, Hungary, 22-27
August.

Psonis N., Vardinoyannis K., Mylonas M. & Poulakakis N. Molecular phylogeny
of the two “close related” snail genera Helicigona & Campylaea (Gastropoda:
Pulmonata) in Greece. Proceedings of the 12th International Congress on the
Zoogeography and Ecology of Greece and Adjacent Regions, p.128, Athens,
Greece, 18-22 June.

Psonis N., Vardinoyannis K., Mylonas M. & Poulakakis N. Molecular phylogeny
of the two “close related” snail genera Helicigona & Campylaea (Gastropoda:
Pulmonata) in Greece. Proceedings of the 12th International Congress on the
Zoogeography and Ecology of Greece and Adjacent Regions, p.128, Athens,
Greece, 18-22 June.

Psonis N., Vardinoyannis K., Mylonas M. & Poulakakis N. Molecular Phylogeny
of Helix cincta (Muller, 1774) and Helix nucula (Mousson, 1854) in the eastern
Mediterranean. Proceedings of the 12th International Congress on the
Zoogeography and Ecology of Greece and Adjacent Regions, p.129, Athens,
Greece, 18-22 June.

Mylonas, M., Vardinoyannis, K., Demetropoulos, S., Psonis, N., Demetropoulos,
A. The genus Turanena (Gastropoda: Enidae) in the Eastern Mediterranean
islands. Proceedings of the 6th Congress of the European Malacological societies,
Vitoria-Gasteiz, Spain, 18-22 July.

Psonis, N., Vardinoyannis, K., Mylonas, M., Poulakakis, N. Incorporation of
Genetic Diversity in the Species-Area Relationship: a first approach. Proceedings
of the 5th Biennial Conference of the International Biogeography Society, p.175,
Heraklion, Crete, Greece, 07-11 January.


http://www.helecos.gr/en/activities/helecos-congresses/7th-congress/proceedings/BOOK_OF_ABSTRACTS.pdf
http://www.helecos.gr/en/activities/helecos-congresses/7th-congress/proceedings/BOOK_OF_ABSTRACTS.pdf
http://seh2013.org/wp-content/uploads/2012/05/veszprem_abstracts.pdf
http://www.fdparnonas.gr/wp-content/uploads/2016/08/2012BookAbstracts.pdf
http://www.fdparnonas.gr/wp-content/uploads/2016/08/2012BookAbstracts.pdf
http://www.fdparnonas.gr/wp-content/uploads/2016/08/2012BookAbstracts.pdf
https://www.biogeography.org/wp-content/uploads/2017/10/IBS2011-booklet-abstracts.pdf

o YXYMMETOXH XE HMEPIAEY, OEPINA 3XXOAEIA, ITPAKTIKA

XEMINAPIA KAI AOITIEY EIIIMOPO®OTIKEY YYNANTHXEIY

2022

Wetlab Workshop on capture enrichment in the context of the European program
“NEOMATRIX”, 27 April — 29 April, Stockholm University, Stockholm, Sweden.

2021 Workshop on ancient DNA kinship analyses in the context of the European program

2020

2018

2017

2014

2014

2013

2012

2012

2011

“NEOMATRIX”, 29 November — 02 December, Foundation for Research and
Technology — Hellas (FORTH), Heraklion, Crete, Greece.

Webinar “The Ups, Downs, Ins & Outs of Computational Genomics in
Anthropology”, 23 November, Online event.

Physalia Practical Course on Introduction in Population Genomics, 14 - 18 May,
Berlin Botanical Garden, Berlin, Germany.

Pre-conference tutorial on Phylogenomics during the 10th Annual Hellenic
Bioinformatics Conference, 6-9 September, Foundation for Research and
Technology — Hellas (FORTH), Heraklion, Crete, Greece.

Workshop on Data Management in the context of the European program “Hellenic
Network for Biodiversity Research: Construction and operation of the national
Lifewatch research infrastructure (ESFRI)”, 30 June - 2 July, Institute of Marine
Biology and Genetics, Hellenic Centre for Marine Research, Gouves, Heraklion,
Crete, Greece.

EMBO Practical Course on Computational Molecular Evolution, 5 - 14 May,
Institute of Marine Biology and Genetics, Hellenic Centre for Marine Research,
Gouves, Heraklion, Crete, Greece

Second Metabarcoding Spring School in Crete in the context of MARBIGEN
project (FP7-REGPOT-2010-11), 13-17 May, Institute of Marine Biology and
Genetics, Hellenic Centre for Marine Research, Gouves, Heraklion, Crete, Greece.

Workshop on Next-Generation Sequencing technologies and Informatics tools for
studying Marine Biodiversity and Adaptation in the context of MARBIGEN
project (FP7-REGPOT-2010-11), 01-03 October, Institute of Marine Biology and
Genetics, Hellenic Centre for Marine Research, Gouves, Heraklion, Crete, Greece.

Course on The basic principles of Coalescent theory and Applications, in the
context of MARBIGEN project (FP7-REGPOT-2010-11), 20-24 February, Institute
of Marine Biology and Genetics, Hellenic Centre for Marine Research, Gouves,
Heraklion, Crete, Greece.

Workshop on Microbial Diversity, Genomics and Metagenomics in the context of
MARBIGEN project (FP7-REGPOT-2010-11), 14-16 December, Institute of Marine



Biology and Genetics, Hellenic Centre for Marine Research, Gouves, Heraklion,
Crete, Greece.

2011 Workshop on Genomics in Biodiversity, 16 September 2011, Institute of Marine

Biology and Genetics, Hellenic Centre for Marine Research, Gouves, Heraklion,
Crete, Greece.

o AIAAYXKAATA

2019 — 2022 [IpookekAnuéevog opAntng — “Ancient DNA and applications” lecture in the

2021

2021

context of the course New technologies in Environmental Science,
Postgraduate M.Sc. Program of Environmental Biology, Biology
Department, University of Crete, Greece

OuAntrg — “A general introduction to ancient DNA analysis” online lecture
in the context of the Aegean Seminars for Computational Ecology and
Evolution, 28 April.

[IpookekAnuevog ouAntg — “Ancient DNA and applications” online
lecture, in the context of seminar series for graduate students of the
Department of Biological Sciences, University of Cyprus, Cyprus, 31 March.

2018 — 2019 OuiAntng — “Principles of Molecular and Cellular Biology” course in the

2018

2018

2014

2012

Postgraduate MSc Program of Bioinformatics, Medical School of the
University of Crete, Greece

OwAntrg — “Analysis of ancient DNA” computational practical course in the
context of the Aegean Seminars for Computational Ecology and Evolution,
Izmir, Turkey, 16-22 September.

OuwAntng — “Ancient DNA Analysis” workshop in the context of the 26t
annual CIDOC - ICOM Conference, Heraklion, Greece, 30 September.

Bon0Bo¢ Sidaokaiiag — “DNA extraction” practical lab course in the context
of the course Evolutionary Ecology, University of Crete, Department of
Biology, 30 April.

BonBoc¢ 8i8aokaiiag — “Description of the Respiratory System in Mammals”
lecture in the context of the course Animal Physiology, University of Crete,
Department of Biology, 29 April.

e EINIBAEWH ®OITHTON

2017 —

'Evag (1) petamruyiakog @ortntig (avemionun emifieyn) kot evag (1)
TPOTTUYLAKOG portn TS Epyaotnplo Apxaiov DNA, IMBB - ITE, EAGSa.



2012 — 2017 AVO (2) HETATTUXIAKOL POITNTEG KAl 1-2 JTPOITTUXIAKOL (POITNTEG AVA £TOG
(avemionun emifieyn oe O0Aovg). Epyaotipio Moplakng Zvotnuatikng,
Movoeio @uoikng Iotopiag Kprtng, EAAGSa

o KPIXEIY YXE EINIYXTHMONIKA ITEPIOAIKA

Kputr\g og 10 meprodika (17 kpioeig)

2022 — Journal of Zoological Systematics and Evolutionary Research, 1 kpion
2020 — Communications Biology, 1 kpion

2019 — Zoologica Scripta, 2 kpioelg

2019 — Molecular Ecology, 1 xpion

2018 — Mitochondrial DNA Part A, 1 kpion

2018 — Herpetological Monographs, 1 kpion

2017 — Asian Herpetological Research, 1 kpion

2017 — The European Zoological Journal, 4 kpioeig

2017 — BMC Zoology, 1 kpion

2017 — Russian Journal of Herpetology, 1 xpion

2016 — Molecular Phylogenetics and Evolution, 3 kpioeig

e OPrrANQXH EIIYXTHMONIKON YYNEAPION KATI YYNANTHXEON

2015 XUVTAKTING TPAKTIK®V, 13% International Congress on the Zoogeography and
Ecology of Greece and Adjacent Regions, Heraklion, Greece, 07-11 October, 583
authors.

2011 Mélog opyavwTtikng emtponng, 12th Annual Meeting of Master studies in
Environmental Sciences of the Biology Department, University of Crete, Chania,
Greece, 30 June — 02 July.

2011 EBegloving opyavwong, oth Annual Meeting of the European Association of
Vertebrate Palaeontologists, Heraklion, Greece, 14-19 June.

2011 EBglovtc opyavwong, 5th Biennial Conference of the International Biogeography
Society, Heraklion, Greece, 07-11 January

e META®PAYEIY

2017 BiAio Zwypagikng Iepuneteieg otnv Apxatouetpia, Christina Warinner (editor),
Max Planck Institute for the Science of Human History, 24 November 2017, Jena,
Germany, 15 pages. [A7t0 AyyAikd ota EAnvikd].

e XYNAPOMH XE AKAAHMAIKEY KOINOTHTEY KATI ATKTYA

2021 — MeéMog, Epevvnmiko Aiktvo “European Association of Archaeologists”
2019 — MeAog, Epevvntiko Aiktvo “EAnvikn Egeaiktikn Etapia”


http://christinawarinner.com/wp-content/uploads/2017/07/Colouring_book-Greek.pdf

2014 — MeéMog, Epevvnmiko Aiktvo “EAMnvikn Eprietoloyikn Etaipia”
2013 — MeéMog, Epevvnmiko Aiktuo “Societas Europaea Herpetologica”
2011 — 2015 Mélog, Epevvntikod Aiktuo “International Biogeographical Society
2010 — 2014 MéAog, Epeuvntiko Aiktvo “EAAnvikr) OwkoAloyikn Etaipia”

2009 — 2015 MéAog, Epevvntikod Atktvo “EAAnvikr) Zooloywkr) Etaipia”

»

o EPIAXTHPIAKEY AEEIOTHTEX KAI EPTAYIA ITEAIOY

Mopwakrn Biolovia (wetlab)

- AstypatoAnypia 10tov amo {wa, ekyLAlon DNA, PCR, Sanger Sequencing

- K\wvomoinon yovidinv

- Tovotimon Mikpodopugpopikav Tomwv

- Kataokevr] Tovidiwpatikov Biprodnkov tomov ddRADseq yia sAatgopupa
Ilumina (Next Generation Sequencing)

Apyaio DNA

- In situ SertypatoAnyia loAoylk@Vv KATAAOITOV 08 AvVATKAPN

- Awadikaoieg tov Aaufavouvy xwpa o€ ATOOTEIPWUEVO SHUATIO TUTTOL cleanroom,
OLUTTEPAAUPAVOUEV®Y TOU YEIPIOUOL KOl KATEPYAOIAS APYXAIOAOYIKMV Kal
TTOAQLOVTOAOYIK®V BloAOYIK@V VAIK®V, ekyLAoT apyxaiov DNA, kataokeun
yovidiopatikov fipAodnkmv apyaiov DNA (double-stranded kau single-stranded)

- XTOYEVUEVOC EUTTAOVTIONOG HEOw VvPp1domoinong ue in silico oxediaopueva RNA
baits.

Zwoloyla

- Astypatodnyia mediov oe gpmetd, apu@ifla kot aomoviuAa (TOAAEG AITOOTOAEG
oV nrelpwtikr) EAAGSa, v Kprtn kat ta vnowa tov Ioviov kat Atyaiov)

- Mop@oloyikr) avayvoplon epmetwv kat au@ifiov (ovvepyaoia pe to Epyaotrnpilo
YmovévAmtav, Movoeio duokrng Iotopiag Kprntng)

e YIIOAOTI'TXTIKEY AEEIOTHTEX

BlomtAnpo@opikn

- Sequence alignment, phylogeny reconstruction, divergence times estimation,
species delimitation, biogeographic analyses, statistical tests, model selection,
haplogroup network reconstruction

- Population Genetics analyses for the detection of population structure, admixture
and demographic events

- Next Generation Sequencing pipeline for genomic (ddRADseq) data and
phylogenomic analyses using computer clusters



- Pipeline for ancient DNA data analysis (raw NGS data handling and filtering,
mapping to reference genome, damage patterns and contamination estimation,
sex determination, kinship detection, molecular identification of species,
phenotypic imputation (hair — eyes color), mtDNA and Y-chr haplogroup
assignment, ancient pathogen detection via metagenomics, population genomics

AN Aoyiolka

Microsoft Office™ (Word, Power Point, Excel)

Design applications (PhotoShop™, Corel DRAW, Incscape)
Statistic applications (SPSS)

Bibliography organizers (EndNote, ReadCube)

I'\®ooec TPOoYPAUUATIOUOV

- Moderate knowledge of Unix systems and familiarity with bash scripting
- Basics in Python language
- Some familiarity with R language

KataAoyoc BlomAnpo@opik@mv epyoieiwV

- Molecular phylogenetic and population genetics applications

Adegenet, Arlequin, BayesAss, BEAST, BEAST 2,, BP&P, ClustalX, Clump, CLUMPAK,
CodonCode Aligner, Dendroscope, DensiTree, Distruct, DNAsp, ExaML, ExaBayes,
FinchTV, FigTree, Fstat, Geneland, Genepop, kgtests, Lagrance, MAFFT, MEGA, ML-
relate, Modeltest, MrBayes, Network, PAML, PartitionFinder, PAUP, PGDSpider, Phase,
Phylocom, pyRAD, RAXML, RASP, Seaview, Sequencher, Sequin, SPLIiTS, STACEY,
TCS, Tracer, TreeView

- Ancient DNA computational tools

AdapterRemoval, AdmixTools, ADMIXTURE, angsd, BCFtools, BEAGLE, BWA,
BOWTIE, cutadapt, dice, Dsuite, EAGER, fastq_screen, FastQC, GATK, Haplogrep,
HOPS, kraken, KrakenTools, Krona, malt, mapDamage, MaxSSmap, megan, MITObim,
plink, PMDtools, preseq, picard, qualimap, READ, SAMtools, schmutzi, seqkit, SeqPrep,
seqtk, sequenceTools, Rx_method, Ry_method, Tablet, treemix, veftools, Yfitter, yhaplo,
Yleaf.

o ITPOXOIITIKOTHTA

- Opyavwtikog
- Avetapmtog
- Anuovpyikog
- Ymopovetikog
- Zuvepyaoiuog



NikoAaog Pwmvng CV
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