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o EKIIAIAEY>H

2012 — 2017

Awatpifin

2010 — 2012

Awatpifin

2006 — 2010

Awatpifin

AWBaktopwkog Tithog (Ph.D.), Tunua BwoAoyiag, Ilavemothuio
Kpnme.

Mopwakr) @vloyeveon kar Puioyewypagia g opadag eldwv «Podarcis
tauricus» (Sauria: Lacertidae).

EmpPAtnwv: Kaf. Nikog ITovAakdakng

AtaBeoun edw: https://elocus.lib.uoc.gr/dlib/d/4/b/metadata-dlib-
1487666619-178524-24583.tkl (ota eAAnviKd pe ayyAikn epiAnyn).

Metantoytakog titAog edikevong (M.Sc.), Awetég IIpoypauua
Metantuyatkov Zmovdwv  “Ilepiparrovrikn Boloyla — Alayeipion
Xepoaiwv kat Oaidoowwv Broloyikov ITopwv”, Tunua BiloAoyiag,
[Mavemotuo Kpng (Babuog 9.67/10).

Mopiakn dvioyeveon kat dvoyewypa@ia twv SV0 OTEVA OUYYEVIK®V
vyevov  cahtykapwwv  Helicigona &  Campylaea (T'aotomoda:
[Tvevpovopopa) otnv EMada. EmpBAénwv: Kab. Nikog ITovAakakng
AtaBeoun edw: https://elocus.lib.uoc.gr/dlib/4/7/7/metadata-dlib-
1352288746-953323-13067.tkl (0ta eM\nvika pe ayyAkn sepiAnyn).

IItvyio BloAoyiag (B.Sc.), Tunua BioAoyiag, ITavemotuio Kprng,
(Babuog 7.94/10).

Ewoaywyr) yevetikov dedouévwv otn Plroyewypagikn oxeon aptfuot e1ldmv
— €Kktaong — Mid mpTn TPooEyy1on.
EmpAénwv: Kab. Nikog ITovAakakng
(oTa eMnviKa pe ayyAkr) tepiAnyn)
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o TAOYYEY

EMnvika
AyyAika

MnTpikn)
EmineSo C1 - International English Language Testing System (IELTS)

e OEXH EN ENEPI'EIA

2017 -

Metadi8aktopikog epevvnig, Ouada IaiaioyoviSiouatikng xat
E&ehixtixng I'evetikng, Epyaotnplo Apyaiov DNA, IMBB - ITE, EM\ada
YnevBuvog Epyaotnpiov: Ap. Nikog ITovAakakng

e EPTAXTAKH EMIIEIPTA

2024 -

TitAog

2023 — 2024

TitAog

2023 — 2024

TitAog

2022 — 2023

Epyaot)pio Apyaiov DNA, IMBB - ITE, epsuvnuk0d mpoypaupa
THESEUS, EAIAEK «Baowr) 'Epevva» EAAGSa 2.0.

Emoyn Setypudtwv mpog avaivor, romAnpog@opikn avaivon SeSopevawv
QIto TEYVOAOYIEG AAANAOUYTOTC VEAC YEVIAC Kal apyaiov DNA, ouyypagr)
TapadoTEMV Kal SNUOCIEVOEWV.

Epyaotpio Mopwkng Yvotnuanikng, Movoeio @uokng Iotopiag
Kpng, Epevvnuikd mpoypauua Move, Adapt, or Die: «H yevwuikn
mokAoTNTa Tov Gypaetus barbatus kat o1 emUTTOOEIG NG KAIUATIKNG
aMayng».

«T'evmIKEG ATTOKPIOEIG KAL O1 EMITTOWOELS TNG KAILATIKIG AAAAYNG OTO
eldog Gypaetus barbatus otv Kpnn: [lapaywyn yevouikov dedopeévmv
ka1 BlrommAnpo@opikn Avaivon — Extiunon yoviSiopatikng otk Ty tag
Gypaetus barbatus oty Kprjtn kat cUvOeoT TwV QITOTEAEOUATOV YiA TN
ouyypa@n epyaciag kat tapovoiaon oe Siefveg ouvedplo».

AveEdpmTog epeuvnmg, epeuvnTIKO  mpoypaupa  Emomteia  kat
a&toroynon tov kabeotwtog Statnpnong etdbwv aueifiov/epaetwv (TAnv
Twv Oaraooiwv), kowvotikov kat eBvixov evdiapepovtog, omv EAAada.
«EAMnvikn EpnietoAoyikn Etapeia (EA.EPILE.)», EAAGSa.

Alepebvnon TNng Tapovoiag, KATaypaPr], emonteia kalr afloAoynon g
Kataotaong Statnpnong Tov 8wV au@ifiov kal ePRETOV, EVTOS Kal
€KTOg Tov Siktvov Natura 2000 og meployeg Tov vouoL Aaoifiov.

AveEapmnTog epevvntng, epevvnTiko mpoypaupa Xvvraén Kokkivwv
Kataloywv Ameirovuevwv Eibowv Outwv, Zowv kat Mukntowv g
EMadag. «Opyaviopog @vokov [epifarrovtog kar Khipatikng AAAayng
(0.9Y.IIE.K.A.)», EAAGSa.




TitAog

2021 — 2023

TitAog

2018 — 2020

TitAog

A&oloynon entd (7) eldwv epmetamv Tov [Tapaptnuatog 1 cLUP®VA e TA
kpumnpla kar mg mpodaypageg g Ilaykoouiag 'Evoong ywa v
[Tpootacia g PVong, He 01dX0 TNV katataln Twv e®V oe Katnyopieg
KIvOUVOU KAl TNV €KALPOTOINGCT TNG YVAOOTNS Y TA ATeAovUEVA €10M

™G XWPAg.

Epyaot)pio Apyaiov DNA, IMBB - ITE, epsuvnuik0d mpoypaupa
AIIOIKIA, EITAVEK - EXIIA 2014-2020

Xepopog kot avaivon  PloAoyik®v  Selypdtwv  apyatoAoyikov
evilapepovtog pe efetdikevpeva mputokolMa (avaivon apyaiov DNA).
BlommAnpo@opikrn avaivon Sedouevmwv aAAnAovYnong. ZUUUETOXT OTN
OlEMOTNUOVIKT] HEAETN] TOL VAIKOU KAl OTNnV JAOTIKN OSnuiovpyia
AVOLYTOV EPYATTNPIOV, CLYYPAPT) TWV OXETIKMV TTAPASOTEWV.

Epyaotpio Apyaiov DNA, IMBB - ITE, epeuvntiko mipoypapua
IHOAITEIA II, EITAVEK - EXIIA 2014-2020

Avanttugn mTpoToKOAM®VY EKYVALOTC, ELTTAOVTIOLOD KAl AVAALOTG ApYAiov
DNA, avamtodn «kat e@apuoyr PlomAnpo@opik®v  avaALoemy
enefepyaoiag Sedopevav arniovynong Neag I'eviag apyaiov DNA,
avamtudn kat e@apuoyn PlomAnpo@opikmV avaADoE®Y TPOCTSI0PIoUOV
YEVETIKOU (pUAOV K €160V¢, CLUUETOYT) 0TI S10pYAV®OOT) CEUIVAPIDV KAl
EPYAOTNPlwV KATAPTIONC.

2020 (02 — 05) Ave€apTnTog €peLVNTNG, €PELVNTIKO TPOypauua I'vwpidovrag xat

TitAog

2017 — 2018

TitAog

2015 (04 — 11)

apootatevoviag 1 PrlomokiAomta: Kataypapn kal Qaotiawon Thg
eMnvikng epretomavidag. Atadoon kat Siayvon TwV ATOTEAECUATOV
oty kowvwvia twv moltwv. «dvowko Ilepipariov & Kawvotoueg
[Mepiparroviikeg  Apacelg 2018», IIpaocwvo Tapelo, Ymovpyeio
[Tep1parrovtog kal Evepyelag, EAAGSA.

Jvupetoyn otn Snuovpyia tov ATAavra twv Epmetov kat Au@ipiov mg
EMabdac pe m ovyypa@r KePeEvwv OXETIK®V He Tn Proloyia, tnv
01KOAOYiQ, TNV KATAVOUT, TN S1aTrpnomn Kat Toug Kivouvoug evveéa e18mv.

Epyaotpio Apyaiov DNA, IMBB - ITE, epeguvnukd mpoypaupa
ARCHERS, 'T6pvpa Etavpog Niapyog

Preservation of Cultural Heritage: Bioarcheology & Ancient DNA analysis

AveldpTnTog €PELVNTING, €PELVIITIKO Tpoypauua «Kartaypapn xai
ITapaxoAovOnon twv wawv Owkotomwv kat twv edwv XAwpibag xai
Iavibag twv OSnytwv 92/43 kat 79/409 tov Popéa Aiayeiptong EOvikov
ITapkov Aéita Efipov», EIITIEPAA — EXIIA 2007 — 2013




TitAog

2015 (08 — 10)

TitAog

2014 — 2015

TitAog

2013 — 2014

TitAog

Enormrteia xat A&loAoynon g Kartaoraong Atatnpnong etbov aupifiov
/ EPTETWV KOLVOTIKOV EVELAPEPOVTOG.

Epyaotnpio Moplakne Yvomuatikng, Movoeio @uoikng Iotopiag
Kpng, Epevvnuikd mpoypappa EcoGenoDiv, APIEZTEIA II — EZITA
2007 — 2013

MeAén ng e€eliktikng Siagpopormoinong Tov Kowov ocapapuidiov
(Mediodactylus kotschyi) oto xwpo tov Atyaiov péow Sedopevav Neag
Teviag AMnAovyiong (RAD — tags).

Epyaomplo Mopwakng Yvomuatikng, Movoegio @uowkng Iotopiag
Kpnng, Epevvnuikd mpoypapupa EcoGenoDiv, APIEZTEIA II — EXITA
2007 — 2013

SUUUETOYXT) OTIG epyaoieg mediov, OTIG EPYAOTNPLAKES AVAAVOELS KAl TIG
(PUAOYEVETIKEG AVAAVOELG O€ €va Ao Tta eEetadopeva eidn.

EMnviko  Kévipo 6Balaoociwv Epevvev, Epevuvnukd mpoypapupa
«EAMnviko Aiktvo Epevvov Blomoikilotntag: Kataokeun kat Aertovpyia
EBvukng Epevvnrikng YnoSopurg LifeWatch», EXIIA 2007 — 2013

Pneakn Kataroyoypagion BioAloyikwv ZvAloywov tov Movoeiov
dvuowkng Iotopiag Kprne.

e EPEYNHTIKEY EIIIYXKEWEIY (FELLOWSHIPS

2022 (04 — 05) Epigenomics and Paleogenomics team, Institut Jacques Monod,

2016 (09 — 11)

2015 (01 — 02)

Université de Paris-CNRS, Paris, France.
YnevBuvog Epyaotnpiov: Ap. Eva-Maria Geigl

Exelixis Lab, Heidelberg Institute of Theoretical Studies (HITS),
Heidelberg, Germany.
YnevBuvoe Epyaotnpiov: Kab. Alexandros Stamatakis

Molecular Systematics and Conservation Genetics (MSCG) center, Yale
Institute for Biospheric Studies (YIBS), Yale University, Connecticut,
USA.

YnevBuvog Epyaotnpiov: Ap. Adalgiza Caccone

e YIIOTPOPIEY KAI BPABEIA

2012 — 2013
2012

Yrnotpopia Sidaktopikav omovdwv amo to T8pvua Mavacoakn

Bpafeio 200 kaivtepng avaptnong (mtootep), 120 Iaykdoouio Zvvedplo
Zwoyewypapiag, Owoloyiag kar EEeAEng g Avatohikng Meooyeiov,
18-22 Iovviov, ABnva, EMada.




2011 — 2012  YZIOTPO@ia UETATTUYIAKOV JTpoypauuatog ano to I§puvua Kowvwvikmv

Ynotpopiwv (I.K.Y.)

2010 — 2011  YZOTPOEIA PETATTUYIAKOV TTpoypaupatog anod v etapeia A.N.E.K.

e EPEYNHTIKA ENATA®EPONTA

duloyeveTikeg OXECELS KAl PLAOYEWYPAPIA e18®MV (L®V TTOL KATAVEUOVTAL 0TIV
AvatoAikn) MeoOye10 Kal YEITOVIKEG TIEPLOYES

Moptakn Zuotnuatikn

ITAnBvouiaxn T'evetikn / ToviSiopatikn

ITaAaroyoviSiouaTikr e£a@aviCUEV®MV HECOYEIAKWY ONAAOTIKMDV
Fovidiwpatikn amo yaunAng Statnpnong Setypata povoeiwv (Museomics)
ApyaroyoviSiwpatikn apyaiov avlpomwv kal (omwv tng EAAGSag / Atyaiov.

e AHMOZIEYXEIY ¥E EITII>XTHMONIKA ITEPIOAIKA ME KPIXH

ITpmTOC CLYYPAPEAS KAl AVIETIOTEM®Y OLYYPAPEAS: 12 Ao 18

h-index: 10

IMapamoumnég: 257 (Google Scholar), 244 (ResearchGate), 175 amo 133 €yypaga (Scopus)
Juv-ovyypageic: 89

2024

2024

2023

Psonis N.*, Vassou D.*, Nafplioti A., Tabakaki E., Pavlidis P., Stamatakis A., &
Poulakakis N. Identification of the 18 World War II Executed Citizens of Adele,
Rethymnon, Crete Using an Ancient DNA Approach and Low Coverage Genomes.
Forensic Science International: Genetics, 71:103060. (Citations: 0) *equal
contribution

Kotsakiozi P., Antoniou A., Psonis N., Sagonas K., Karameta E., Ilgaz C.,
Kumlutas Y., Avel A., Jablonski D., Darriba D., Stamatakis A., Lymberakis P., &
Poulakakis N. Cryptic Diversity and Phylogeographic Patterns of Mediodactylus
Species in the Eastern Mediterranean Region. Molecular Phylogenetics and
FEvolution, 197:108091. (Citations: 1)

Koptekin D., Yiincii E., Rodriguez-Varela R.*, Altinisik* N.E., Psonis N.*,
Kashuba N., Yorulmaz S., George R., Kazanc1 D.D., Kaptan D., Giiriin K., Vural
K.B., Gemici H.C., Vassou D., Daskalaki E., Karamurat C., Lagerholm K.V., Erdal
0.D., Kirdok E., Schachner A., Ustiindag H., Shengelia R., Bitadze L., Elashvili M.,
Stravopodi E., Ozbasaran M., Duru G., Nafplioti A., Rose C.B., Gencer T.,
Darbyshire G., Cevik O., Vurugkan O., Biiyiikkarakaya A.M., Oguzhanoglu U.,
Giinel S., Tabakaki E., Aliev A., Ibrahimov A., Shadlinski V., Kilin¢ G.M., Atakuman
C., Stamatakis A., Poulakakis N., Erdal Y.S., Pavlidis P., Stora J., Ozer F.,
Gotherstrom A., & Somel M. Spatial and temporal heterogeneity in human mobility


https://doi.org/10.1016/j.fsigen.2024.103060
https://doi.org/10.1016/j.ympev.2024.108091

2022

2022

2021

2021

2021

2020

2019

2018

patterns in Holocene Southwest Asia and the East Mediterranean. Current Biology
33(1), 41-57. (Citations: 28) *equal contribution

Psonis N., Vardinoyannis K., & Poulakakis N. High-throughput degraded DNA
sequencing of subfossil shells of a critically endangered stenoendemic land snail in
the Aegean. Molecular Phylogenetics and Evolution, 175: 107561. (Citations: 7)

Psonis N., Vassou D., Nicolaou L., Roussiakis S., Iliopoulos G., Poulakakis N., &
Sfenthourakis S. Mitochondrial sequences of the extinct Cypriot pygmy
hippopotamus confirm its phylogenetic placement. Zoological Journal of the
Linnean Society, 193(3), 979-989. (Citations: 10, Online views: 1496)

Psonis N.*, Vassou D.*, & Kafetzopoulos D. Testing a series of modifications on
genomic library preparation methods for ancient or degraded DNA. Analytical
Biochemistry, 623:114193. (ITapasmoumneg: 8) *equal contribution

Psonis N., Antoniou A., Karameta E., Darriba D., Stamatakis A., Lymberakis P. &
Poulakakis N. The wall lizards of the Balkan peninsula: tackling questions at the
interface of phylogenomics and population genomics. Molecular Phylogenetics
and Evolution, 159:107121. (ITapasousneg: 12)

Staikou V., Sianis D.P., Vassou D., Psonis N., Allentoft M., & Iliopoulos G., Middle
Helladic Tombs at Nydri Plain, Lefkas Island. An Archaeological and
Paleoanthropological Study. Journal of Greek Archaeology, 6. 43—59. (Citations:

2)

Psonis N., de Carvalho C.N., Figueiredo S., Tampakaki E., Vassou D., Poulakakis
N. & Kafetzopoulos D. Molecular identification and geographic origin of a post-
Medieval elephant finding from southwestern Portugal using high-throughput
sequencing. Scientific Reports, 10, 19252. Open Access. (ITapasmoumneg: 11, Web
Accesses: 3902).

Spilani L., Bougiouri K., Antoniou A., Psonis N., Poursanidis D., Lymberakis P.,
Poulakakis N. Multigene phylogeny, phylogeography and population structure of
Podarcis cretensis species group in south Balkans. Molecular Phylogenetics and
Evolution, 138, 193-204. (ITapamousmeg: 16)

Psonis N., Antoniou A., Karameta E., Leaché A.D., Kotsakiozi P., Darriba D.,
Kozlov A., Stamatakis A., Poursanidis D., Kukushkin V.O., Jablonski D., Crnobrnja
— Isailovi¢ J., Gherghel 1., Lymberakis P. & Poulakakis N. Resolving complex
phylogeographic patterns in the Balkan Peninsula using closely related wall-lizard
species as a model system. Molecular Phylogenetics and Evolution, 125, 100-115.
(IMapamoumeg: 48)


https://www.sciencedirect.com/science/article/pii/S0960982222018243
https://doi.org/10.1016/j.ympev.2022.107561
https://academic.oup.com/zoolinnean/advance-article/doi/10.1093/zoolinnean/zlab089/6432118?guestAccessKey=8b32ee76-dc4f-42d3-aa23-07d1a1eafdc3&login=true
https://doi.org/10.1016/j.ab.2021.114193
https://doi.org/10.1016/j.ympev.2021.107121
http://archaeopresspublishing.com/ojs/index.php/JGA/article/view/1040
https://doi.org/10.1038/s41598-020-75323-y
https://www.sciencedirect.com/science/article/abs/pii/S1055790318302628
https://www.sciencedirect.com/science/article/pii/S1055790317305304

2017

2016

2016

2015

2015

Psonis N., Antoniou A., Kukushkin V.O., Jablonski D., Petrov B., Crnobrnja —
Isailovi¢ J., Gherghel 1., Sotiropoulos K., Lymberakis P. & Poulakakis N. Hidden
diversity in the Podarcis tauricus (Sauria, Lacertidae) species subgroup in the light
of multilocus phylogeny and species delimitation. Molecular Phylogenetics and
Evolution, 106, 6-17. (ITapasmousneg: 63)

Hedman H.D., Kapsalas G., Karameta E., Psonis N., Poulakakis N., Foufopoulos
J. & Pafilis P. First record of Podarcis peloponnesiacus (Bibron & Bory, 1833) from
outside the Peloponnese. Herpetozoa 29 (3/4). (ITapasmoumeg: 11)

Psonis N., Lymberakis P., Poursanidis D. & Poulakakis N. (2016) Contribution to
the study of Acanthodactylus (Sauria: Lacertidae) mtDNA diversity focusing on
the A. boskianus species group. Mitochondrion 30, 78—94. (ITapasmoumneg: 8)

Psonis N., Vardinoyannis K., Mylonas M. & Poulakakis N. (2015) Unraveling the
evolutionary history of the genus Chilostoma Fitzinger, 1833 (Mollusca,
Gastropoda, Pulmonata) in Greece. Molecular Phylogenetics and Evolution 91,

210-225. (ITapasmousneg: 13)

Psonis N., Vardinoyannis K., Mylonas M. & Poulakakis N. (2015) Evaluation of
taxonomy of Helix cincta (Muller, 1774) and Helix nucula (Mousson, 1854);
insights using mitochondrial DNA sequence data. Journal of Natural History
49:5-8, 383-392. (ITapasoumneg: 18)

ITpodnuootevoeic (Pre-prints) - Yo Snuooisvon

Bettisworth B., Psonis N., Poulakakis N., Pavlidis P., Stamatakis A. Read Length

Dominates Phylogenetic Placement Accuracy of Ancient DNA Reads. Pre-print available
in bioRxiv (06.2024). Accepted in Molecular Biology and Evolution.

Psonis N., Tabakaki E., Vassou D., Papadabtonakis S., Souleles A., Nafplioti A.,

Tsampazis K., Papadopoulou A., Xanthopoulos K., Panailidis P., Georgiadou A.,
Papakosta D., Koursioti S., Evangelinou M., Papadopoulou V., Evaggeloglou P., Korka E.,
Christidis I., Ioannou M., Kontogianni T., Arkoumanis A., Stamatakis A., Poulakakis N.,
Papageorgopoulou C., & Pavlidis P. Genetic affinities between an ancient Greek colony
and its metropolis: the case of Amvrakia in western Greece. Under Review in Genome
Biology.


https://www.sciencedirect.com/science/article/pii/S1055790316302329?via%3Dihub
https://www.zobodat.at/pdf/HER_29_3_4_0190-0193.pdf
https://www.sciencedirect.com/science/article/pii/S1567724916300903
https://www.sciencedirect.com/science/article/pii/S1055790315001621?via%3Dihub
https://www.sciencedirect.com/science/article/pii/S1055790315001621?via%3Dihub
https://www.tandfonline.com/doi/abs/10.1080/00222933.2013.825023
https://doi.org/10.1101/2024.06.28.601240

e XYMMETOXH YE XYITTPA®H BIBAION / ETXEIPIAION

2020 Athag AppPiov & Epmetov g EMAdag, BROKEN HILL PUBLISHERS
LTDISBN: 978-9925-588-03-9, January 2020, PDF.

Y7o Snuooievon

Theodoridou M., Vassou D., Felicetti A., Tabakaki E., Psonis N. & Kafetzopoulos D.
Forth to the Past: Modeling complex scientific aDNA protocols. Accepted in Volume:
Big Data in Anthropology and Archaeology, Book Series: Quantitative Archaeology and
Archaeological Modelling.

o ITAPOYXIAYEIY ¥E YXYNEAPIA

[TpwTtog ouyypageag: 15 Ao 24
Alebvn: 20 anod 24

2024 Papadopoulou A.*, Psonis N.*, Vassou D., Tabakaki E., Koptekin D.,
Neuenschwander S., Rodriguez-Varela R., Anchieri L., Hiibner L., Papadantonakis
S., Nafplioti A., Koursiaoti S., Stravopodi E., Kontaxi C., Aravantinos L.V.,
Kyparissi-Apostolika N., Yilmaz Y., Yorulmaz S., Daskalaki E., Allentoft M.,
Gotherstrom A., Ozer F., Somel., M., Pavlidis P., Stamatakis A., Malaspinas A-S.,
& Poulakakis N. “The genetic history of Neolithic to Bronze Age Aegean at the
crossroad between Anatolia and FEurope” EMBO-EMBL symposium:
Reconstructing the human past using ancient and modern genomics', Heidelberg,
Germany, 17-20 September. *equal contribution

2024 Papadopoulou A.*, Psonis N.*, Vassou D., Tabakaki E., Koptekin D.,
Neuenschwander S., Rodriguez-Varela R., Anchieri L., Hiibner L., Papadantonakis
S., Nafplioti A., Koursiaoti S., Stravopodi E., Kontaxi C., Aravantinos L.V.,
Kyparissi-Apostolika N., Yilmaz Y., Yorulmaz S., Daskalaki E., Allentoft M.,
Gotherstrom A., Ozer F., Somel., M., Pavlidis P., Stamatakis A., Malaspinas A-S.,
& Poulakakis N. “The genetic history of Neolithic to Bronze Age Aegean at the
crossroad between Anatolia and Europe” Annual meeting for the Society for
Molecular Biology and Evolution (SMBE), Symposium 'Paleogenomics and human
evolutionary history: new insights and novel methods', Puerto Vallarta, Mexico,
07-11 July. *equal contribution

2022 Mavridou D., Tsafaras S., Karyati E., Vassou D., Tabakaki E., Psonis N.,
Papageorgopoulou C., Xatnthopoulos K., Georgiadou A., Aidonis A., Papadopoulou
V., Vasios A., Papakosta D., Korka E., Evaggeloglou P., Christidis I., Ioannou M.,
Panailidis P. "Museum Archaeo-Bio Open Lab experience using new technologies
and interactive multimedia applications" 26t International Council Of Museums
General Conference, Prague, Czech Republic, 20-28 August.


http://herpatlas.gr/wp-content/uploads/2021/02/Atlas_Amphibians_and_Reptiles_of_Greece.pdf

2022 Psonis N., Vassou D., Kontaxi C., Stravopodi E., Tabakaki E., Nafplioti A., Pavlidis
P., Stamatakis A., & Poulakakis N. Ancient DNA confirms the presence of aurochs
(Bos primigenius) in Neolithic Greece. Proceedings of the 15th International
Congress on the Zoogeography and Ecology of Greece and Adjacent Regions,
Mytilini, Greece, 12-15 October.

2022 Vassou D., Psonis N., Tabakaki E., Koursioti S., Papakosta D., Xanthopoulos K.,
Papadopoulou V.N., Tsetsos F., Galanis A., Papagerogopoulou C., Nafplioti A.,
Pavlidis P., Stamatakis A., & Poulakakis N. Human genomes from Ancient
Amvrakia, Epirus, north-western Greece. Proceedings of the 15th International
Congress on the Zoogeography and Ecology of Greece and Adjacent Regions,
Mytilini, Greece, 12-15 October.

2021 Psonis N. Vassou D., Tabakaki E., Stravopodi E., & Kafetzopoulos D. Early Bronze
Age Aegean genomes from Perachora cave, Corinth, Greece. 27th Annual Meeting
of the European Association of Archaeologists (EAA) (Virtual Conference), Kiel,
08-11 September.

2021 Theodoridou M., Vassou D., Felicetti A., Tabakaki E., Psonis N., & Kafetzopoulos
D., Forth to the past: Modeling Complex Scientific Ancient DNA Protocols. 27th
Annual Meeting of the European Association of Archaeologists (EAA) (Virtual
Conference), Kiel, 08-11 September.

2021 Psonis N. Vassou D., Nicolaou L., Poulakakis N., Roussiakis S., Iliopoulos G.,
Sfenthourakis S & Kafetzopoulos D. Mitogenomics of the extinct Cyprus dwarf
hippopotamus. Ancient Biomolecules of Plants, Animals, and Microbes (Virtual
Conference), Wellcome Genome Campus, UK, 29-31 March.

2019 Patramanis I., Tabakaki E., Vassou D., Psonis N., Papadopoulou V., Pavlidis P. &
Kafetzopoulos D. Dynamic demographic models for the study of the Second Greek
Colonization (8th - 6th century BCE). International Conference "Reconstructing
the Human Past - Using Ancient and Modern Genomics", EMBL Heidelberg,
Germany, 31 March — 03 April.

2018 Karakasi D, Antoniou A., Psonis N., Gkiokas S., Vardinoyannis K., Mylonas M., &
Poulakakis N. Investigating the phylogenetic relationships within the snail genus
Albinaria. Proceedings of the gth Hellenic Ecological Congress, p.47, Heraklion,
Crete, Greece, 04-07 October, [In Greek].

2016 Bougiouri K., Spilani L., Antoniou A., Lymberakis P., Psonis N. & Poulakakis N.
Examining the Population Structure and Phylogeography of Podarcis cretensis in
Crete, Greece. Proceedings of the 9th Symposium on the Lacertids of the
Mediterranean Basin & 1st Symposium on Mediterranean Lizards, p.9, Limassol,
Cyprus, 20-23 June.


https://www.e-a-a.org/EAA2021/Programme.aspx?WebsiteKey=122bcc87-037e-4265-b72a-db2092c01854&hkey=f557022c-8526-45dd-b4ad-edaeb1c77ac8&Program=3#Program
https://www.e-a-a.org/EAA2021/Programme.aspx?WebsiteKey=122bcc87-037e-4265-b72a-db2092c01854&hkey=f557022c-8526-45dd-b4ad-edaeb1c77ac8&Program=3#Program
https://www.e-a-a.org/EAA2021/Programme.aspx?WebsiteKey=122bcc87-037e-4265-b72a-db2092c01854&hkey=f557022c-8526-45dd-b4ad-edaeb1c77ac8&Program=3#Program
https://coursesandconferences.wellcomeconnectingscience.org/wp-content/uploads/2020/04/Ancient-Biomolecules-Virtual-Programme-v19-For-website.pdf
https://coursesandconferences.wellcomeconnectingscience.org/wp-content/uploads/2020/04/Ancient-Biomolecules-Virtual-Programme-v19-For-website.pdf
http://helecos9.nhmc.uoc.gr/sites/default/files/Book-of-abstracts-HELECOS9.pdf
https://docs.google.com/viewer?a=v&pid=sites&srcid=ZGVmYXVsdGRvbWFpbnw5dGhsYWNlcnRpZHN5bXBvc2l1bXxneDo2NDc5Yzg5MWRmMmE1OTI2

2016

2015

2015

2015

2014

2013

2014

2013

Spilani L., Bougiouri K., Antoniou A., Lymberakis P., Psonis N. & Poulakakis N.
Molecular Systematics and Species Delimitation of Podarcis cretensis, P. levendis
and P. peloponnesiacus of the south Aegean region. Proceedings of the 9th
Symposium on the Lacertids of the Mediterranean Basin & 1st Symposium on
Mediterranean Lizards, p.36, Limassol, Cyprus, 20-23 June.

Kotsakiozi P., Antoniou A., Karameta E., Psonis N., Sagonas K., Lymberakis P.,
Pavlidis P., Stamatakis A. & Poulakakis N. Phylogeography of the Mediodactylus
kotschyi (Reptilia: Gekkonidae) in the Eastern Mediterranean region using
ddRAD-tag genomic data. Proceedings of the 13th International Congress on the
Zoogeography and Ecology of Greece and Adjacent Regions, p.57, Heraklion,
Crete, Greece, 07-11 October.

Psonis N., Karameta E., Antoniou A., Kotsakiozi P., Sagonas K., Lymberakis P.,
Pavlidis P., Stamatakis A. & Poulakakis N. Molecular Phylogeny of the Balkan
Podarcis (Sauria, Lacertidae) using ddRAD-tag genomic data. Proceedings of the
13th International Congress on the Zoogeography and Ecology of Greece and
Adjacent Regions, p.72, Heraklion, Crete, Greece, 07-11 October.

Psonis N., Antoniou A., Kukushkin V.O., Petrov B., Crnobrnja — Isailovi¢ J.,
Gherghel 1., Jablonski D., Lymberakis P. & Poulakakis N. Investigating the
phylogeography and population structure of the Podarcis tauricus group.
Proceedings of the 7th Biennial Conference of the International Biogeography
Society, p.179, Bayreuth, Germany, 08-12 January.

Psonis N., Dimopoulou A., Lymberakis P., Blosat B., & Poulakakis N. Study of the
genetic diversity of Natrix natrix (Squamata: Colubridae) in Cyprus. Proceedings
of the 7th Hellenic Ecological Congress, p.278, Mytilini, Greece, 09-12 October, [In
Greek].

Psonis N., Dimopoulou A., Kapli P., Lymberakis P., Nikolaou C. & Poulakakis N.
The genetic differentiation of the endemic Hierophis cypriensis (Squamata:
Colubridae) in Cyprus. Proceedings of the 7th Hellenic Ecological Congress, p.277,
Mytilini, Greece, 09-12 October, [In Greek].

Psonis N., Antoniou A., Kukushkin O.V., Petrov B., Crnobrnja — Isailovi¢ J,
Gherghel 1., Jablonski D., Lymberakis P & Poulakakis N. Molecular Phylogeny and
phylogeography of the Podarcis tauricus group (Sauria, Lacertidae). Proceedings
of the 7th Hellenic Ecological Congress, p.174, Mytilini, Greece, 09-12 October, [In
Greek].

Psonis N., Kukushkin V.O., Petrov B., Crnobrnja — Isailovi¢ J., Gherghel I.,
Lymberakis P. & Poulakakis N. Phylogeny and phylogeography of the Podarcis
tauricus group; insights from mitochondrial and nuclear data. Proceedings of the


https://docs.google.com/viewer?a=v&pid=sites&srcid=ZGVmYXVsdGRvbWFpbnw5dGhsYWNlcnRpZHN5bXBvc2l1bXxneDo2NDc5Yzg5MWRmMmE1OTI2
http://13iczegar.nhmc.uoc.gr/sites/default/files/u45/abstract_book_2015-final.pdf
http://13iczegar.nhmc.uoc.gr/sites/default/files/u45/abstract_book_2015-final.pdf
https://www.biogeography.org/wp-content/uploads/2017/10/Program-and-Abstracts-Book-7th-Biennial-IBS-Conference.pdf
http://www.helecos.gr/en/activities/helecos-congresses/7th-congress/proceedings/BOOK_OF_ABSTRACTS.pdf
http://www.helecos.gr/en/activities/helecos-congresses/7th-congress/proceedings/BOOK_OF_ABSTRACTS.pdf
http://www.helecos.gr/en/activities/helecos-congresses/7th-congress/proceedings/BOOK_OF_ABSTRACTS.pdf

2012

2012

2012

2011

2011

SEH 17th European Congress of Herpetology, p.157, Veszprém, Hungary, 22-27
August.

Psonis N., Vardinoyannis K., Mylonas M. & Poulakakis N. Molecular phylogeny
of the two “close related” snail genera Helicigona & Campylaea (Gastropoda:
Pulmonata) in Greece. Proceedings of the 12th International Congress on the
Zoogeography and Ecology of Greece and Adjacent Regions, p.128, Athens,
Greece, 18-22 June.

Psonis N., Vardinoyannis K., Mylonas M. & Poulakakis N. Molecular phylogeny
of the two “close related” snail genera Helicigona & Campylaea (Gastropoda:
Pulmonata) in Greece. Proceedings of the 12th International Congress on the
Zoogeography and Ecology of Greece and Adjacent Regions, p.128, Athens,
Greece, 18-22 June.

Psonis N., Vardinoyannis K., Mylonas M. & Poulakakis N. Molecular Phylogeny
of Helix cincta (Muller, 1774) and Helix nucula (Mousson, 1854) in the eastern
Mediterranean. Proceedings of the 12th International Congress on the
Zoogeography and Ecology of Greece and Adjacent Regions, p.129, Athens,
Greece, 18-22 June.

Mylonas, M., Vardinoyannis, K., Demetropoulos, S., Psonis, N., Demetropoulos,
A. The genus Turanena (Gastropoda: Enidae) in the Eastern Mediterranean
islands. Proceedings of the 6th Congress of the European Malacological societies,
Vitoria-Gasteiz, Spain, 18-22 July.

Psonis, N., Vardinoyannis, K., Mylonas, M., Poulakakis, N. Incorporation of
Genetic Diversity in the Species-Area Relationship: a first approach. Proceedings
of the 5th Biennial Conference of the International Biogeography Society, p.175,
Heraklion, Crete, Greece, 07-11 January.

e YXYMMETOXH XE HMEPIAEY, OEPINA 3XXXOAEIA, IIPAKTIKA

SEMINAPIA KAT AOIIIEY EINTMOPOOTIKEY YXYNANTHYEIY

2024

2023

2023

2023

Lecture series on Neolithization: a history of genes and culture in the context of
the European program “NEOMATRIX”, 05 — 06 December, Foundation for
Research and Technology — Hellas (FORTH), Heraklion, Crete, Greece.

Physalia Practical Course on Population Genomic Inference from low-coverage
Whole-Genome Sequencing data, 02 - 05 October, Online event.

Seminar on The Natura 2000 network and the protection of biodiversity in
Greece — an overview of legislation by WWF Hellas, 13 February, Online event.

IUCN Red List Assessor Training Workshop, by IUCN and the National Red List
of Greece working group, 16-20 January 2023, Online event.


http://seh2013.org/wp-content/uploads/2012/05/veszprem_abstracts.pdf
http://www.fdparnonas.gr/wp-content/uploads/2016/08/2012BookAbstracts.pdf
http://www.fdparnonas.gr/wp-content/uploads/2016/08/2012BookAbstracts.pdf
http://www.fdparnonas.gr/wp-content/uploads/2016/08/2012BookAbstracts.pdf
https://www.biogeography.org/wp-content/uploads/2017/10/IBS2011-booklet-abstracts.pdf

2022

2022

2021

2020

2018

2017

2014

2014

2013

2012

2012

2011

Symbosium on ancient DNA by SciLifeLab, 29 October, Stockholm University,
Stockholm, Sweden, Hybrid event — attended virtually.

Wetlab Workshop on capture enrichment in the context of the European program
“NEOMATRIX”, 277 April — 29 April, Stockholm University, Stockholm, Sweden.

Workshop on ancient DNA kinship analyses in the context of the European
program “NEOMATRIX”, 29 November — 02 December, Foundation for Research
and Technology — Hellas (FORTH), Heraklion, Crete, Greece.

Webinar “The Ups, Downs, Ins & Outs of Computational Genomics in
Anthropology”, 23 November, Online event.

Physalia Practical Course on Introduction in Population Genomics, 14 - 18 May,
Berlin Botanical Garden, Berlin, Germany.

Pre-conference tutorial on Phylogenomics during the 10th Annual Hellenic
Bioinformatics Conference, 6-9 September, Foundation for Research and
Technology — Hellas (FORTH), Heraklion, Crete, Greece.

Workshop on Data Management in the context of the European program “Hellenic
Network for Biodiversity Research: Construction and operation of the national
Lifewatch research infrastructure (ESFRI)”, 30 June - 2 July, Institute of Marine
Biology and Genetics, Hellenic Centre for Marine Research, Gouves, Heraklion,
Crete, Greece.

EMBO Practical Course on Computational Molecular Evolution, 5 - 14 May,
Institute of Marine Biology and Genetics, Hellenic Centre for Marine Research,
Gouves, Heraklion, Crete, Greece

Second Metabarcoding Spring School in Crete in the context of MARBIGEN
project (FP7-REGPOT-2010-11), 13-17 May, Institute of Marine Biology and
Genetics, Hellenic Centre for Marine Research, Gouves, Heraklion, Crete, Greece.

Workshop on Next-Generation Sequencing technologies and Informatics tools for
studying Marine Biodiversity and Adaptation in the context of MARBIGEN
project (FP7-REGPOT-2010-11), 01-03 October, Institute of Marine Biology and
Genetics, Hellenic Centre for Marine Research, Gouves, Heraklion, Crete, Greece.

Course on The basic principles of Coalescent theory and Applications, in the
context of MARBIGEN project (FP7-REGPOT-2010-11), 20-24 February, Institute
of Marine Biology and Genetics, Hellenic Centre for Marine Research, Gouves,
Heraklion, Crete, Greece.

Workshop on Microbial Diversity, Genomics and Metagenomics in the context of
MARBIGEN project (FP7-REGPOT-2010-11), 14-16 December, Institute of Marine



Biology and Genetics, Hellenic Centre for Marine Research, Gouves, Heraklion,
Crete, Greece.

2011 Workshop on Genomics in Biodiversity, 16 September 2011, Institute of Marine

Biology and Genetics, Hellenic Centre for Marine Research, Gouves, Heraklion,
Crete, Greece.

o AIAAYXKAAIA

2024

AlBdokwv ~ Mabnuatog —  “BIOA-455AEM: Avdivon  Apyaiwv
FoviSiwpdtwv: peAetn tov mapeABovtog kal g e&eAng tov avBpwiov”.
Eapwo EEaunvo, Tunua BioAoyiag, ITavemotiuio Kpntne. ta mhaioa tov
TPOYPALUATOC: ATOKTNON akadnuaikng SiSaknikng eumepiag oe
VEOUG EMOTIUOVEG KATOYOVG S18axkTopikov (2023-2024).

2019 — 2024 [IpookekAnuévoe outhntng — “Ancient DNA and applications” annual

2021

2021

lecture in the context of the course “New technologies in Environmental
Science”, Postgraduate M.Sc. Program of Environmental Biology, Biology
Department, University of Crete, Greece.

Ouwntnc — “A general introduction to ancient DNA analysis” online lecture
in the context of the Aegean Seminars for Computational Ecology and
Evolution, 28 April.

ITpookekAnuévog ouAntg — “Ancient DNA and applications” online
lecture, in the context of seminar series for graduate students of the
Department of Biological Sciences, University of Cyprus, Cyprus, 31 March.

2018 — 2019 A8ackwv — “Principles of Molecular and Cellular Biology” course in the

2018

2018

2014

2012

Postgraduate MSc Program of Bioinformatics, Medical School of the
University of Crete, Greece.

Ountng — “Analysis of ancient DNA” computational practical course in the
context of the Aegean Seminars for Computational Ecology and Evolution,
Izmir, Turkey, 16-22 September.

Ouwntg — “Ancient DNA Analysis” workshop in the context of the 26th
annual CIDOC - ICOM Conference, Heraklion, Greece, 30 September.

Bon0o¢ Sibaokaiiag — “DNA extraction” practical lab course in the context
of the course Evolutionary Ecology, University of Crete, Department of
Biology, 30 April.

Bon0o¢ 8i8ackaiiag — “Description of the Respiratory System in Mammals”
lecture in the context of the course Animal Physiology, University of Crete,
Department of Biology, 29 April.




e EINIBAEWH ®OITHTON

2017 — Avo (2) petamrtuylakol @ortnteg (avemionun emifAeywn) ko Svo (2)
TpoTTTUYIaKOl ortnTteg (emionun emifAeyn otov évav). Epyaotrpio
Apyaiov DNA, IMBB - ITE, EA\aSa.

2012 — 2017 AVO (2) UETATTUXIOKOL (POITNTEC KAL 1-2 TIPOTITUXIAKOL (POITNTEG AVA £TOG
(avermionun emifAeyn oe O0Aovg). Epyaotrpio Moplakng ZuvoTnuatikng,
Movoeio puoikng Iotopiag Kprjmng, EAAGSa

o KPIXEIY ¥E EINTIYTHMONIKA ITEPTOATKA

Kpitrg o€ 15 meprodika (25 kpioeilg)

2024 — Science Bulletin, 1 kpion

2024 — PIOS ONE, 2 kpioeig

2023 — Human Genomics, 1 kpion

2023 — Archiv fiir Molluskenkunde, 1 xpion

2022 — Journal of Zoological Systematics and Evolutionary Research, 1 kpion
2020 — Communications Biology, 1 kpion

2019 — Zoologica Scripta, 4 kpioeig

2019 — Molecular Ecology, 1 kpion

2018 — Mitochondrial DNA Part A, 1 kpion

2018 - Herpetological Monographs, 1 kpion

2017 — Asian Herpetological Research, 1 kpion

2017 — The European Zoological Journal, 4 kpioeig

2017 — BMC Zoology, 1 kpion

2017 — Russian Journal of Herpetology, 1 xpion

2016 — Molecular Phylogenetics and Evolution, 4 kpioeig

e OPrANQXH ENIYXTHMONIKON YYNEAPION KATI YYNANTHXEON

2015 ZLVTAKTNG MpakTikwy, 13t International Congress on the Zoogeography and
Ecology of Greece and Adjacent Regions, Heraklion, Greece, 07-11 October, 583
authors.

2011 Mélog opyavwTtikng emtponng, 12% Annual Meeting of Master studies in
Environmental Sciences of the Biology Department, University of Crete, Chania,
Greece, 30 June — 02 July.

2011 EBgAovtig opyavwong, 9t Annual Meeting of the European Association of
Vertebrate Palaeontologists, Heraklion, Greece, 14-19 June.

2011 EBelovtrg opyavwong, 5t Biennial Conference of the International Biogeography
Society, Heraklion, Greece, 07-11 January




e META®PAXEIY

2017 BiAlo Zoypagikng Iepureteieg otnv Apxatouetpia, Christina Warinner (editor),
Max Planck Institute for the Science of Human History, 24 November 2017, Jena,
Germany, 15 pages. [A70 Ayyhikd ota EAMnvikal.

o XYNAPOMH XE AKAAHMAIKEY KOINOTHTEY KAT ATKTYA

2021 — 2022 Mélog, Epevvnmiko Aiktvo “European Association of Archaeologists”
2019 — Meédog, Epevvntiko Aiktvo “EAAnvikn E€ehiktikn Etaipia”

2014 — MeéMog, Epevvntiko Aiktvo “EAAnvikn Epmetoloykr) Etaipia”

2013 — 2022 Mélog, Epevvnmiko Aiktvo “Societas Europaea Herpetologica”

2011 — 2015 Mélog, Epevvnmiko Aiktvo “International Biogeographical Society”
2010 — MeéMog, Epevvntiko Aiktvo “EAAnvikn OwoAloykr) Etaipia”

2009 — MeéMog, Epevvntiko Aiktvo “EAAnvikn Zwoloyikr) Etaipia”

e EPTAYTHPIAKEY AEEIOTHTEY KAT EPT'AYIA ITEAIOY

Mopwakn Biolovia (wetlab)

- AstypatoAnyia wotov and (wa, ekyVAlon DNA, PCR, Sanger Sequencing

- Kh\wvomoinon yovidinv

- Tovotvmon Mikpodopuvgpopik®mv Tomwv

- Kataokevr FoviSiwpatikov Piplodnkov tomov ddRADseq yia mAat@opua
Ilumina (Next Generation Sequencing)

Apyaio DNA

- In situ SetypatoAnpia PlOAOYIKGV KATOAOITOV O AVAOKAEMT KAl LOVOELNKES
OLAAOYEG.

- Awadikaoieg tov Aaufavovy xwpa o€ ATOOTEIPWUEVO dwUATIO TUTTOV cleanroom,
OLUTTEPIAAUPAVOUEVOV TOU YEIPIOUOV KAl KATEPYAOIAG OPYXAIOAOYIKGV Kl
TTOAQIOVTOAOYIK®V  PlOAOYIKGV VMKV, ekyUAlon apyaiov DNA, kataokeuvn
yovidiopatikov BipAodnkov apyaiov DNA (double-stranded kou single-stranded)

- ZTOXEVUEVOC EUTTAOVTIONOG HEOW VPpdomoinong ue in silico oxediaopeva RNA
baits.

Zwoloyia

- AatypatoAnypia mebiov oe epmetd, au@ifia kot aomovovAa (TOAAEG ATTOOTOAEG
oV nrelpwtikr) EAAaSa, v Kprjm kat ta vnoid tov Ioviov kat Atyaiov)

- Mopgoloyr avayvoplon epmetov kat au@ifiov (ovvepyacia pe 1o Epyaotnplo
YmovévAmtwv, Movoeio duowkrng Iotopiag Kpntng)


http://christinawarinner.com/wp-content/uploads/2017/07/Colouring_book-Greek.pdf

e YIIOAOI'TXTIKEY AEEIOTHTEX

BlromtAnpo@opikn

- Sequence alignment, phylogeny reconstruction, divergence times estimation,
species delimitation, biogeographic analyses, statistical tests, model selection,
haplogroup network reconstruction

- Population Genetics analyses for the detection of population structure, admixture
and demographic events

- Next Generation Sequencing pipeline for genomic (ddRADseq) data and
phylogenomic analyses using computer clusters

- Pipeline for ancient DNA data analysis (raw NGS data handling and filtering,
mapping to reference genome, damage patterns and contamination estimation,
sex determination, kinship detection, molecular identification of species,
phenotypic imputation (hair — eyes color), mtDNA and Y-chr haplogroup
assignment, ancient pathogen detection via metagenomics, population genomics

AMa Aoyiouikd

Microsoft Office™ (Word, Power Point, Excel)

Design applications (PhotoShop™, CorelDRAW, Incscape)
Statistic applications (SPSS)

Bibliography organizers (EndNote, ReadCube)

T'\®ooec TPoYPAUULATIOUOD

- Moderate knowledge of Unix systems and familiarity with bash scripting
- Basics in Python language
- Some familiarity with R language

Kataloyoc BlotAnpo@opik®v epyaieiwyV

- Molecular phylogenetic and population genetics applications

Adegenet, Arlequin, BayesAss, BEAST, BEAST 2,, BP&P, ClustalX, Clump, CLUMPAK,
CodonCode Aligner, Dendroscope, DensiTree, Distruct, DNAsp, ExaML, ExaBayes,
FinchTV, FigTree, Fstat, Geneland, Genepop, kgtests, Lagrance, MAFFT, MEGA, ML-
relate, Modeltest, MrBayes, Network, PAML, PartitionFinder, PAUP, PGDSpider, Phase,
Phylocom, pyRAD, RAXML, RASP, Seaview, Sequencher, Sequin, SPLIiTS, STACEY,
TCS, Tracer, TreeView

- Ancient DNA computational tools

AdapterRemoval, AdmixTools, ADMIXTURE, angsd, BCFtools, BEAGLE, BWA,
BOWTIE, cutadapt, dice, Dsuite, EAGER, fastq_screen, FastQC, GATK, Haplogrep,
HOPS, kraken, KrakenTools, Krona, malt, mapDamage, MaxSSmap, megan, MITObim,



plink, PMDtools, preseq, picard, qualimap, READ, SAMtools, schmutzi, seqkit, SeqPrep,

seqtk, sequenceTools, Rx_method, Ry_method, Tablet, treemix, vcftools, Yfitter, yhaplo,
Yleaf.

o ITPOXOQIITKOTHTA

- Opyavetikog
- Avegaptntog
- Anuovpykog
- Ymopovetikog
- Zuvepyaoipog



